
GA-Map™ Dysbiosis 
Test

gut microbiota analysis

16s rRNA ANALYSIS OF STOOL SAMPLES

GA-Map™ in Inflammatory Bowel Disease 
(IBD) 

Anti-TNFa therapy is used to treat moderate to 
severe Crohn’s disease and ulcerative colitis but 
up to 40% of patients fail to respond to therapy. 
Using GA-Map™ Magnussen et al demonstrated 
differences in the gut microbiota of responders 
vs. non-responders in treatment naïve individuals 
suggesting that microbial composition influences 
treatment outcomes.
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Product Code Description
GA2704 GA-Map™ Dysbiosis Test. Includes sample 

collection kit and analysis of stool sample 
in our testing laboratory.

To set up the GA-Map Dysbiosis Test in your own laboratory 
please call BIOHIT HealthCare to discuss your requirements. 
Our expert team will walk you through every step of the 
process to establish and validate your service.
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GA-Map™ Dysbiosis Test

gut microbiota analysis

• 54 DNA probes targeting more than 
300 species of bacteria

• Each sample compared to a healthy 
control population

• Deviation from control population 
indicated by Dysbiosis Index

• A Dysbiosis Index of 3 to 5 shows 
increasing degree of dysbiosis

GA-Map™ in Irritable Bowel Syndrome 
(IBS)

As well as characterising dysbiosis in individu-
als with IBS, GA-Map™ also helps predict which 
patients are likely to respond to low FODMAP diet 
interventions according to their faecal bacterial 
profiles.

Clinical uses



GA-Map™ Dysbiosis Test

gut microbiota analysis

Dysbiosis

The gut microbiota plays several important roles in 
normal physiology including vitamin synthesis, di-
gestion, and immune function. 

Bacteria that make up the human microbiota in the 
gut are also able to influence the way some individ-
uals repond to certain treatments for a number of 
gastrointestinal diseases.

Gut bacteria outnumber human cells 10:1 and it has 
been shown that alterations in the gut microbiome 
are associated with functional gastrointestinal dis-
orders (FGID), inflammatory bowel disease, obesity, 
diabetes and cancer.

16S rRNA microbiota profiling has been used to 
demonstrate both quantitative and qualitative 
changes in mucosal and faecal gut microbiota, par-
ticularly in IBS.

GA-Map™ simplifies and standardises gut 
microbiota analysis for routine clinical use. 

• Diagnose microbiota dysbiosis

• Establish microbiota profiles

• Monitor response

Read more at:  www.biohithealthcare.co.uk/
ga-map-dysbiosis-test

The GA-Map™ Dysbiosis Test identifies and charac-
terises gut bacteria by exploiting single nucleotide 
differences in the 16S rRNA gene, a gene common 
to all bacteria. With 54 highly specific probes the 
GA-Map™ Dysbiosis Test identifies species and 
groups of bacteria using cutting edge high through-
put technology.
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Dysbiosis is considered to be a permanent or tran-
sient imbalance in the gut microbiota composition. 
In IBS, the majority (73%) of patients have a micro-
biota profile that is different to that of healthy con-
trols.

Selecting treatments that are likely to benefit the 
patient based on their gut microbiota profile could 
be beneficial to the patient, the provider and the 
wider economy.

GA-Map™ combines the speed, precision 
and robustness of RT-PCR techniques with 
the comprehensiveness of next generation 

sequencing.


